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ORGANIZERS’ WELCOME
Welcome to the 2019 HT-ADME Conference.
Our organizers have gathered another excellent group of speakers for the annual
HT-ADME conference. The program is arranged to incorporate extensive audience
participation and discussion. We encourage attendees to take full advantage of the
opportunity to engage in discussion in order to receive the maximum benefit from the
HT-ADME experience. Thank you for your participation.

ORGANIZING COMMITTEE
PRESIDING OFFICERS
Conference Chair:
Stephen Johnston, Broad Institute
Conference Chair Elect:
Steven Louie, BioIVT
COMMITTEE MEMBERS
Dallas Bednarczyk, Novartis
Maria Fitzgerald, Sanofi
Dean Hickman, Amgen
John S. Janiszewski, NIH/NCATS
Ian Knemeyer, Merck
Wilson Shou, BMS
Ron Xu, ACEA Biosciences
Hui Zhang, Pfizer
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HT-ADME 2019 CONFERENCE AGENDA
THURSDAY, JUNE 20
7:30 - 8:30

Registration & Breakfast

8:30 - 8:40

Conference Opening
Stephen Johnston, Broad Institute

SESSION I: New Modalities
Session Chairs: Dallas Bednarczyk, Novartis
8:40 - 8:45	Session I Introduction
8:45 - 9:15	Innovative Small Molecule Drugs: How Novel Strategies for
Biotherapeutics will Expand the Design of Future Small Molecule Therapies
Timothy Olah, BMS
9:15 - 9:45	Degrader Drug Space: What Rules?
Chris Nasveschuk, C4 Therapeutics
9:45 - 10:15	General ADME Properties of the GalNAc-siRNA Conjugates
Robin McDougall, Alnylam
10:15 - 10:45	Break
SESSION II: Computational ADME Approaches
Session Chairs: Steven Louie, BioIVT
10:45 - 10:50	Session II Introduction
10:50 - 11:20	In Silico ADME Modeling Approaches: Are We There Yet?
Archana Simmons, BMS
11:20 - 11:50	Evaluation Of Deep Learning Algorithms In In Silico ADME Modeling
Hua Gao, Amgen
11:50 - 1:20	Complimentary Lunch
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1:20 - 2:00
PLENARY LECTURE
	
Passive Distribution of Drugs to Intracellular Targets: Moving Towards an
Understanding of the Passive Determinants of Cellular and Sub-Cellular Drug Distribution
Dennis Scott, Pfizer

SESSION III: New Technologies
Session Chairs: Wilson Shou, BMS
2:00 - 2:05

Session III Introduction

2:05 - 2:35	High-Throughput ESI-MS Enabled by the Acoustic Droplet
Ejection to the Open-Port Probe Sampling Interface
Chang Liu, SCIEX
2:35 - 3:05	ADME-Omics: The Evolving Role of High-Throughput LC/MS in Drug Discovery
John Janiszewski, NIH/NCATS
3:05 - 3:35	Break

SESSION IV: Tissue Targeting
Session Chairs: Maria Fitzgerald, Sanofi
3:35 - 3:40

Session IV Introduction

3:40 - 4:10	In Vitro and In Vivo Approaches and Applications of Tissue Kpuu
Li Di, Pfizer
4:10 - 4:40	Medicinal Chemistry Design Principles for Liver Targeting Through OATP Transporters
Meihua Tu, Pfizer
4:40 - 4:45

Closing Remarks

4:45 - 6:00

EVENING RECEPTION sponsored by
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ABSTRACTS
SESSION I
General ADME Properties of the GalNAc-siRNA
Conjugates
Robin McDougall, Alnylam
Delivery of siRNA drugs to target tissues is challenging due
to their large size and negative charge. Fortunately – by
conjugating siRNA with GalNAc, we have been able to realize
rapid and preferential drug distribution to the liver enabling
the successful modulation of hepatically expressed proteins.
In this talk, the key factors which drive disposition of GalNAc
conjugated siRNA will be reviewed, along with discussion
on how key questions from scientific and regulators on the
ADME properties of this novel modality have been addressed.

SESSION II
Evaluation of Deep Learning Algorithms In In Silico
ADME Modeling
Hua Gao, Amgen
Several deep learning methods were evaluated against
AMGEN currently used machine learning method, Cubist.
Thirteen in vitro ADME endpoints were used in the evaluation.
The main objective is to find the best method(s) to enhance
Amgen in silico modeling. With all methods, both singletasking and multi-tasking options were evaluated. The
results indicate: 1. Cubist models are quite competitive; 2.
The performance of different methods is data set dependent;
3. Deep learning method in general is better than Cubist
method for big data sets; 4. Hyperparameter tuning and
ensemble modeling improve performance of deep learning
methods.
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PLENARY LECTURE
Passive Distribution of Drugs to Intracellular Targets:
Moving Towards an Understanding the Passive
Determinants of Cellular and Sub-cellular Drug
Distribution
Dennis Scott, Pfizer
The simplest interpretation of the free-drug hypothesis says
that at steady-state, the concentration of free drug will be
equal on both sides of a biologic membrane. However,
passive mechanisms can lead to significant accumulation
or restriction of drugs to intracellular sites of drug action.
These mechanisms include lipoidal diffusion of ionized
species and pH partitioning according to the electrochemical
potential and to pH gradients that exist across subcellular
compartments, respectively. These concepts are increasingly
being applied to explain observed deviations from the
traditional free-drug hypothesis. In this presentation, the
physical and physicochemical mechanisms associated
with passive cellular drug permeation will be discussed. A
generic mathematical model of the cell is provided and used
to illustrate concepts relevant to steady-state intracellular
distribution.

SESSION III
High-Throughput ESI-MS Enabled by the Acoustic
Droplet Ejection to the Open-Port Probe Sampling
Interface
Chang Liu, SCIEX
The automated high-throughput analysis from biological
matrix is extensively desired in various critical steps for drug
discovery to quickly survey the biological/biochemical activity
of a large number of drug candidates. Currently, platereaders based on spectroscopic technologies (fluorescence,
luminescence etc.) are widely utilized for the large-sample-

scale screening due to its fast reading speed. However, the
time and cost for the label development are quite expensive.
Moreover, the specific challenge due to the inherent
background and the inadequate linear dynamic range limit
its application fields. Here, we’ll introduce an automated
hyphenated platform based on the acoustic-droplet-ejection
to the open-port probe sampling interface for the MS-based
label-free high-throughput bioanalysis, which provides the
similar read-out speed with plate-readers.

ADME-Omics: The Evolving Role of High-Throughput
LC/MS in Drug Discovery
John Janiszewski, NIH/NCATS
Topics:
-
Lead Optimization and HTS applications, differentiating
small molecule chemistries
- Differentiating chemistry (key screening roles for HT-LC/
MS)
- Targeted LC/MS/MS analysis. ESI-triple quadrupole, MS as
an appliance. Plug and play, open-access screening
- Untargeted LC/MS analysis. Global profiling, metabolomics/
lipidomics, metabolite ID
Outline:
Describe current state, how we’ve ‘industrialized’ targeted LC/
MS/MS bioanalysis in small molecule screening applications.
The development of robust, highly automated screening
workflows that generate high-quality data, build predictive
models, drive decision-making in lead optimization, inform
dosing strategy and candidate selection.
Describe advancements in LC/MS and related technologies,
where and how they are influencing screening workflows in
drug discovery
I
ntroduce untargeted LC/MS profiling, associated challenges
and opportunities for ‘biomarker-based’ screening
applications in drug discovery
Suggest ‘future state’ screening model, a combination
of targeted and untargeted applications that enable
systems-based (precision medicine) approach to select new
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therapeutic entities and discover new modalities.

SESSION IV
In Vitro and In Vivo Approaches and Applications of
Tissue Kpuu
Li Di, Pfizer
For pharmacology targets residing within tissues, knowledge
of free tissue drug exposure is essential for development
of
pharmacokinetic/pharmacodynamic
relationships,
estimation of therapeutic index, and projection of clinically
efficacious dose. Unbound partition coefficient (Kpuu)
bridges in the unbound plasma concentration to unbound
tissue concentration. Novel in vitro approaches have been
developed to predict in vivo liver Kpuu and good IVIVE have
been established. Structural attributes influencing tissue
Kpuu and design principles to enhance or decrease tissue
exposure will be discussed.

Medicinal Chemistry Design Principles for Liver
Targeting Through OATP Transporters
Meihua Tu, Pfizer
Liver plays a key role in metabolic regulation and it is the
principal tissue affected by diseases such as hepatitis B and C
viruses as well as hepatocellular carcinoma, designing drugs
with hepatoselective distribution profiles is an important
strategy in developing safe cardiovascular, metabolic,
antiviral and oncology drug candidates.
We analyzed a diverse set of compounds from four different
projects within Pfizer that specifically pursued liver targeting
strategies. A number of key in vitro and in vivo ADME
endpoints were collected including in vivo tissue exposure,
oral bioavailability, clearance in preclinical species and
in vitro hepatic OATP uptake, in vitro rat liver microsomal
stability, permeability, solubility, logD, and others. From this
analysis, we determined a set of general structure liverselectivity guides for designing orally bioavailable, livertargeted candidates using liver specific OATP transporters.
The guidelines have been formulated using straightforward
molecular descriptors and in vitro properties that medicinal
chemists routinely optimize.

SPEAKER BIOGRAPHIES
LI DI, PH.D., Pfizer, Dr. Li Di has over 20 years of experience in the pharmaceutical industry including Pfizer, Wyeth and
Syntex. She is currently a research fellow at Pfizer, Groton, CT. Her research interests include the areas of drug metabolism,
pharmacokinetics, drug-drug interactions, absorption, transporters, and blood–brain barrier. She has over 140 publications
including two books and presented over 80 invited lectures. She is a recipient of the Thomas Alva Edison Patent Award, the
New Jersey Association for Biomedical Research Outstanding Woman in Science Award, the Wyeth President’s Award and Peer
Award for Excellence.
HUA GAO, PH.D., Amgen, Dr. Gao graduated with a Ph.D. in Pharmaceutical Science from the University of Southern California.
He did his postdoctoral research with professor Corwin Hansch in Pomona College. Then he joined Pharmacia (became Pfizer)
as a computational chemist after he briefly worked with Panlabs. He is currently working in Amgen as computational chemist.
His field of expertise includes QSAR, in silico ADMET modeling, multiparameter optimization etc.
CHANG LIU, PH.D., SCIEX, Dr. Chang Liu earned his B.Sc. in Chemistry from Peking University, China, and his Ph.D. in
Analytical Chemistry from the University of British Columbia, Canada. Chang joined SCIEX in 2013 as a scientist where he has
been working on the front-end sample preparation and sample introduction technologies. Dr. Liu has published more than 20
papers and has been invited to several international conferences to present the use of mass spectrometry in high-throughput
drug discovery and development.
ROBIN MCDOUGALL, PH.D., Alnylam Pharmaceuticals, Dr. McDougall is a Principal Scientist in the DMPK group at Alnylam
Pharmaceuticals in Cambridge, MA responsible for translational PKPD modelling on preclinical projects. Previously, he spent 4
years as a modeling and simulation specialist in Drug Safety and Metabolism at AstraZeneca in Waltham and before that 11
years developing software used to model drug PK and PD in environmental toxicology and early drug development. He received
his BEng in Mechanical Engineering from McGill University in Montreal, Canada and his MASc and PhD in Engineering and
Applied Sciences at the University of Ontario Institute of Technology.
CHRIS NASVESCHUK, PH.D., C4 Therapeutics, Chris joined C4 Therapeutics in February 2016 and serves in the role of Vice
President, Chemistry. Most recently Chris was at the Broad Institute, where he led a group of medicinal chemists in projects in
the cancer, metabolism, and autophagy disease areas at the Center for the Development of Therapeutics. Prior to the Broad,
Dr. Nasveschuk was an integral member of the team at Constellation Pharmaceuticals where he co-invented the EZH2 inhibitor
CPI-1205 and helped to discover the BET inhibitor CPI-0610. He holds a PhD in Organic Chemistry from Colorado State
University and a BS in Chemistry from Middlebury College.
TIMOTHY V. OLAH, PH.D., Bristol-Myers Squibb, Dr. Olah is the Group Director of Bioanalytical Research at Bristol-Myers
Squibb where his research interests center on the development of comprehensive multiple component bioanalytical methods to
quantify all types of drug modalities and endogenous proteins and biomarkers in numerous biological fluids. His team integrates
intricate sample collection procedures, analyte enrichment techniques, and liquid chromatography mass spectrometry (LCMS)
detection to maximize data generation in in vivo studies. These bioanalytical strategies support all drug discovery programs at
BMS and the Biocon-BMS-Research-Center (BBRC) in Bangalore, India.
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Dr. Olah is a graduate of Princeton University (BA Chemistry) and the University of Pennsylvania (Ph.D. Biological Chemistry).
His career started at Merck Research Laboratories, included time at DuPont Pharmaceuticals, and now has been at BMS for
the past 18 years. Dr. Olah has over 100 publications and has presented at numerous international universities and conferences
throughout his career.
DENNIS SCOTT, PH.D., Pfizer, Dr. Scott is Executive Director and Head of ADME Sciences at Pfizer, Inc. Dennis obtained his
B.S. in Chemistry from The University of Arkansas in 1987 and subsequently attended The University of Kansas for graduate
work in Chemistry. While at The University of Kansas, Dennis’ focus was in the area of in vivo microdialysis sampling and the
development of this methodology to evaluate drug disposition in the extracellular space. Dennis has 27 years’ experience in
the pharmaceutical industry and during this time has developed expertise in many areas of ADME science ranging from early
discovery through late phase development. In 1999 Dennis joined Pfizer as a scientist in the Cardiovascular and Metabolic
Disease Drug Metabolism group and worked in several therapeutic areas including osteoporosis, obesity, and diabetes. From
2007 to the present Dennis has led several groups within the Pfizer PDM organization including the Obesity PDM group, Lead
Generation Group, Computational ADME and the Portfolio Support Group, and in 2011 Dennis took the CVMED PDM Research
Unit Lead role in Cambridge, MA. Since 2011 Dennis has led several research-unit aligned PDM groups and in 2018, Dennis
took the ADME Sciences Lead role in Groton, CT.
ARCHANA SIMMONS, PH.D., BMS, Dr. Archana Simmons is Research Investigator II in the Lead Profiling Division of Leads
Discovery and Optimization at Bristol Myers Squibb, in New Jersey, USA. Formerly, she was Research Scientist III in the
Immunoassay Platform Solutions Division of Millipore Sigma. Prior to that, she was a post-doctoral fellow at MD Anderson
Cancer Center, Houston in the Experimental Therapeutics Division. Dr. Simmons received her Bachelors in Chemical Engineering
from University Institute of Chemical Technology, Mumbai, and her MS in Chemical Engineering from the University of Maryland
at Baltimore County and her PhD in Biochemistry from the University of Texas at Austin. Dr. Simmons has broad expertise in
areas of ADME profiling in Drug Discovery, Data Analytics, Organ-on-a-chip technologies, Biomarker Discovery and Clinical
Validation, Immunoassay Development, Microfluidics and Point-of-Care Diagnostics. She has presented and published
extensively in aforementioned areas.

MEIHUA TU, PH.D., Pfizer, Dr. Tu is Associate Research Fellow of Computational Chemistry at Pfizer Medicine design,
Cambridge, MA. His major interest has been applying computational techniques solving drug discovery problems. He made
significant contributions to Pfizer’s global in silico ADME/T modeling initiative that led to a broad deployment of in silico ADME/T
models to medicinal chemist desktop. He has involved in designing new drugs treating CNS, cardiovascular metabolism, and rare
diseases. He authored over 50 peer-reviewed publications and 10 issued US patents. He co-invented multiple drug candidates
that are in late stage clinic trial. Dr. Tu received his B.S. degree in Chemistry from Peking University and Ph.D. in Computational
Chemistry from Case Western Reserve University under Prof. Gilles Klopman.
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ORGANIZER BIOGRAPHIES
DALLAS BEDNARCZYK, PH.D., Novartis, Dr. Dallas Bednarczyk is an Investigator in the Department of Metabolism and
Pharmacokinetics at Novartis. He earned his doctorate under the supervision of Steve Wright at the University of Arizona. Dallas
began his career in the pharmaceutical industry developing and implementing transporter assays as a Post-Doctoral Scientist at
Sanofi-Synthelabo in 2002. Since then he has investigated aspects of transporter-mediated absorption, distribution, and excretion
of drugs, as well as drug-drug interactions involving transporters. His current role at Novartis involves developing strategy
around transporter issues and identifying and implementing suitable solutions to address project teams’ needs regarding the
transporter-mediated flux of molecules including, potential drug interactions, BBB penetration, liver targeting, and addressing in
vitro/in vivo clearance disconnects due to transport.
MARIA FITZGERALD, Sanofi, Maria Fitzgerald is a Scientific Director and Head of Early ADME, DMPK, Sanofi US based in
Waltham, MA. She has been at Genzyme and then Sanofi for more than 17 years and is currently responsible for physicochemical
profiling, in vitro drug metabolism and transporter studies for drug discovery and development. Earlier in her career at Genzyme,
she was responsible for pharmaceutics and analytical characterization of drug candidates. Prior to Genzyme, Maria was a group
leader for the chromatography, environmental and inorganic analysis group in the R&D organization at Polaroid Corporation.
Maria earned her Bachelor of Science in Chemistry from LeMoyne College, Syracuse, NY and her Master of Science from Boston
College where she studied bio-inorganic chemistry.
IAN KNEMEYER, PH.D., Merck, Ian Knemeyer obtained his PhD in Pharmaceutical Chemistry from The Ohio State University
prior to joining Schering-Plough and subsequently Merck. He has 15 years of drug discovery, preclinical, and clinical development
experience, most recently in oncology and immunology therapeutic areas. His areas of specialty and research interest include
application of in silico-in vitro-in vivo correlation (ISIVIVC), human PK prediction, drug-drug interaction modeling, and
applications development of metabolizing liver (bio)mimetics.
STEVEN W. LOUIE, BioIVT, Steven is the Director of Transporter Sciences for BioIVT in Durham, NC. He lives in the Greater Boston
Area, and mostly telecommutes to his home base. He was formerly a Senior Scientist in the Department of Pharmacokinetics
and Drug Metabolism in Amgen, Cambridge, MA. He did his undergraduate work at the University of Minnesota (Minneapolis/
St. Paul, MN) and his graduate work at the University of Iowa (Iowa City, IA). He is a transporter jockey who has been developing
and implementing in vitro tools and assays to support drug discovery and development for the last 22 years. He is the 20172018 Chair of the AAPS Drug Transport Focus Group (DTFG). He is the 2017 AAPS Pharmacokinetics, Pharmacodynamics,
and Drug Metabolism (PPDM) Sections Service Award Recipient, and has the honor of co-organizing the AAPS Workshop
“Transporter Boot Camp: Back to Basics,” the eLearning Course “Transporter Knowledge for New Frontiers” and the 2018 AAPS
Transporter Workshop-From Benchside to Bedside. This year he has the honor of contributing to The Boston Society HT-ADME
Conference. Prior to joining BioIVT, Steven worked at Amgen, Merck and GSK. His recent research interests include in vitro/in
vivo extrapolation to predict transporter-mediated drug-drug interactions. His recent work has contributed to the recent INDfiling, FDA and/or EMA approvals of Corlanor™, Kryprolis™, Parsabiv™.
WILSON SHOU, PH.D., BMS, Wilson Shou is Principal Scientist, Discovery Chemistry Platforms at Bristol-Myers Squibb’s R&D
site in Hopewell, NJ, where he leads a bioanalytical group providing support for the enterprise-wide high-throughput in vitro
ADME profiling effort. Dr. Shou’s research interests involve the application of mass spectrometry, separation sciences and
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software/automation tools for the high-throughput bioanalysis of small molecules and peptides in support of lead discovery
and optimization. He has authored/co-authored 50 journal articles, 4 book chapters, and more than 70 podium or poster
presentations. He was the guest editor for a special issue of Bioanalysis focusing on Discovery Bioanalysis in 2012, and also
co-edited an ebook entitled “Eliminating bottlenecks for efficient bioanalysis: practices and applications in drug discovery and
development” in 2014. He has served on the organizing committee of HT-ADME since 2011, and was the conference chair in
2013.
HUI ZHANG, PH.D., Pfizer, Hui Zhang is currently an Associate Research Fellow at Discovery Science department of Pfizer.
Hui has worked mostly in early drug discovery settings supporting hit identification, compound optimization and SAR. Hui is
particularly specialized with Hit ID, ADME, in vitro assay developments, and bioanalysis applications. Hui has always being
passionate in developing mass spectrometry based high throughput technologies to improve overall drug discovery efficiency and
ROI (return of investment). One key function Hui leads at Pfizer is to develop cutting edge Affinity Selection Mass Spectrometry
(ASMS) technologies to support Hits ID for early discovery programs. Hui was the pioneer to evaluate and implement various
High-throughput bioanalytical platforms including fast multiplexing LC/MS, MALDI, LDTD etc. Recently Hui and his Pfizer team
collaborated with colleagues from Sciex and Labcyte, and together they developed a novel mass spec plate reader based on
acoustic dispensing technology and open pore sampling interface. This new platform can readily deliver second/sample speed,
requires minimum sample preparation, and could revolutionize broad bioanalysis applications within drug discovery settings.
Hui has over 30 peer reviewed journal publications and many invited presentations at various conferences.
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ABOUT OUR SPONSORS
ABSORPTION SYSTEMS is a full service nonclinical CRO developing innovative services and solutions for the pharmaceutical,
biotech, medical device and regenerative medicine industry. Our services include research and testing for small molecules,
large molecules, biologics, medical device and cell and gene therapy products. Our focus is to maintain accuracy, timelines,
and reliability at every stage of development. With over 20 years’ experience in transporter testing and research we understand
great results begin with reliable test systems, which is why we developed CellPort Analytics® Drug Transporter cell lines. Your
studies are performed in validated test systems, supported by our experienced staff, offering regulatory-focused guidance from
first consultation through final submission. CellPort Analytics™ was developed as a software-based tracking system that captures
and summarizes all cell line manufacturing and performance information into a single data domain. This novel system allows a
comprehensive look at historical production characterization of all our cell lines, providing confidence in the data that supports
your studies. For more information, please visit: www.absorption.com/transporters.
BIOIVT formerly BioreclamationIVT, is a leading provider of control and disease state samples (human/animal tissues, cells, blood,
biofluids) including TRANSPORTER CERTIFIED™ hepatocytes, TRANSFLEX™ plates and HEPATOPAC® kits. Additionally, we
provide ADME Tox research services to inform our clients’ lead selection and optimization decision, and help them prepare for
regulatory submissions. Combining technical expertise, exceptional customer service, and unparalleled access to biospecimens,
BioIVT partners with scientists in ELEVATING SCIENCE.
BIOMERE is a preclinical CRO based in Worcester, MA that offers an extensive portfolio of pre-clinical research services including
early discovery and proof-of-concept, pharmacology and discovery toxicology. With expertise in a variety of therapeutic areas
including ophthalmology, autoimmune disorders, inflammation, metabolic diseases and virology, we strive to be a leading CRO
that is customer service focused and provides resources and assets unlike that available in the industry.
CYPROTEX (www.cyprotex.com) was founded in 1999 and specialises in in vitro and in silico ADME-Tox. The company has sites
in the UK and the US. In 2016, Cyprotex was acquired by Evotec AG (www.evotec.com). As a whole, the Group offer integrated
and stand-alone drug discovery capabilities as well as full CMC and IND-enabling services, allowing the company to provide
expert support across the value chain from early discovery through to preclinical development and beyond.
GUBBS, INC. is a company dedicated to providing software, service and consulting solutions to the Biotechnology and
Pharmaceutical industries. Gubbs Inc staff are completely knowledgeable in discovery, development, and bioanalytical workflows
typical of laboratories conducting these types of studies, including 21 CFR Part 11 compliance.
Discovery studies: Gubbs Mass Spec Utilities (GMSU). GMSU is a set of utilities designed to greatly enhance the throughput
of processes involved in data review, data processing and results display for those using Sciex or Thermo Scientific instruments
and software in HT-ADME studies.
Laboratory Management: 1) Mass Spec Metrics (MSM). MSM is a software application that allows users to inventory mass
spec acquisition information obtained from instrument acquisition raw files and plot actual mass spec usage in Microsoft™
Excel. Supported formats include Sciex™, Thermo™, and Waters™. 2) Copy Data II. Copy Data II is a low cost data acquisition
workstation backup solution that supports any data, and has specific features for backing up Thermo data that automatically
updates the Thermo sequence (.sld) paths that contain hard-coded file paths. 3) ChromReporter. ChromReporter allows users to
select Sciex chromatograms from a user-chosen .rdb file to create a Word or PDF file of chromatograms. Supports four different
output formats. Includes easy-to-access font configuration features to quickly and easily optimize chromatogram fonts.
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LONZA provides the pharma market with the tools that life-science researchers use to develop and test therapeutics. Lonza’s
bioscience products and services range from cell culture and discovery technologies for research to quality control tests and
software that ensures product quality. Lonza serves customers from companies and research institutions worldwide.
NOVABIOSIS is the premier provider of isolated primary cells and whole non-transplantable organs and tissues for research.
Utilizing our partnerships with 54 organ procurement organizations (OPO’s) across the United States, Novabiosis has access to
most whole human non-transplantable organs and tissues. With such access to these research organs and tissues, Novabiosis is
able to isolate and cryopreserve most primary cell types from human: Lungs, Kidneys, Liver and Intestines. These cells are fully
characterized to meet the highest of quality standards.
Hepatic Cell Types:
Hepatocytes (Plateable and Suspension)
Stellate Cells
Kupffer Cells
Sinusoidal Endothelial Cells
Intrahepatic Biliary Epithelial Cells (Cholangiocytes)
Cell Culture Media
SCIEX has a longstanding track record in helping scientists in pharma discovery, development and manufacturing to transform
pipeline capacity and capability through the adoption of CE and LC-MS technologies. We aim to make you more productive
and thereby save you time, money and resources. That’s why we approach workflows with complete end-to-end solutions.
Our unparalleled application knowledge works hand-in-hand with best-in-class hardware, software and support, engineered
and integrated to make you more productive and successful. With SCIEX, you benefit from innovative technology that makes
complex workflows easier and more efficient, while delivering the utmost in data quality. Our global service and support ensures
that your workflows aren’t interrupted unexpectedly.
WATERS CORPORATION creates business advantages for laboratory-dependent organizations by delivering scientific innovation
to enable customers to make significant advancements. Waters helps customers make profound discoveries, optimize laboratory
operations, deliver product performance, and ensure regulatory compliance with a connected portfolio of separations and
analytical science, laboratory informatics, mass spectrometry, as well as thermal analysis.
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hank you to all of our Organizers, Speakers,
Sponsors and Delegates! Without your
dedication, support and participation HT-ADME
2019 would not be possible. We greatly value
your comments regarding HT-ADME 2019 as well
as thoughts or suggestions for improving future
conferences. Please take the time to fill out our
online survey when we send it to you next week.
Sincerely,
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